Table E3: Parameter estimates under models of variable w ratios among lineages and LRTs of their
fit to the Ldh-A and Ldh-C gene family.

Models WAQ A1 wc1 o { LRT
Ho: wao = wa1 = w1 = axco ? = WA = WA = WA ? ?
Hi: wao = wa1 = w1 = oo ? = WA = WA ? ? ?
Ho: wao0 = wa1 = a1 = axco ? = WA0 ? = aca ? ?
H3: wao # wa1 # a1 = axo ? ? ? = w1 ? ?

The topology and branch specific wratios are presented in Figure 5.

Hov Hi:df=1
HoVHzZ df=1
HzVHgI df=1

Xjf=1, a=005 = 3.341



